This form should be used for all taxonomic proposals. Please complete all those modules that are applicable.
For guidance, see the notes written in blue and the separate document “Help with completing a taxonomic proposal”

Please try to keep related proposals within a single document.


Part 1: TITLE, AUTHORS, etc

	Code assigned:
	2017.001G
	(to be completed by ICTV officers)

	Short title: (e.g. 6 new species in the genus Zetavirus) Change the names of 43 virus species to accord with ICVCN Code, Section 3-II,  Rule 3.13 regarding the use of ligatures, diacritical marks, punctuation marks (excluding hyphens), subscripts, superscripts, oblique bars and non-Latin letters in taxon names.

	Modules attached 
(Modules 1, 4 and either 2 or 3 are required. 

	[bookmark: Check2]          1 |X|        2 |X|       3 |_|          4 |X|       
  

	Author(s):

	Stuart Siddell

	Corresponding author with e-mail address:

	Stuart Siddell (stuart.siddell@bristol.ac.uk)

	List the ICTV study group(s) that have seen this proposal:

	A list of study groups and contacts is provided at http://www.ictvonline.org/subcommittees.asp . If in doubt, contact the appropriate subcommittee chair (there are six virus subcommittees: animal DNA and retroviruses, animal ssRNA-, animal ssRNA+, fungal and protist, plant, bacterial and archaeal)
	This proposal has been prepared in consultation with all relevant Study Group chairs and/or the relevant Sub-committee Chairs

	ICTV Study Group comments (if any) and response of the proposer:

	     

	

	Date first submitted to ICTV:
	April 2017

	Date of this revision (if different to above):
	     



	ICTV-EC comments and response of the proposer:

	     




Part 2: PROPOSED TAXONOMY
	Present the proposed new taxonomy on accompanying spreadsheet

	[bookmark: _GoBack]Name of accompanying spreadsheet: TP_Siddell.ren.2017.xlsx (original name; now 2017.001G.N.v1.43spren.xlsx)


Please display the taxonomic changes you are proposing on the accompanying spreadsheet module 2017_TP_Template_Excel_module. Submit both this and the spreadsheet to the appropriate ICTV Subcommittee Chair.



Part 3: NON-STANDARD
Template for any proposal regarding ICTV procedures, rules or policy, not involving the creation of new taxonomy. 

	non-standard proposal

	Title of proposal: 

	Text of proposal:

	







Part 4: APPENDIX: supporting material
	additional material in support of this proposal

	References:

	In 2016, the ICTV revised ICVCN Code, Section 3-II, Rule 3.13 to state that:

"Ligatures, diacritical marks, punctuation marks (excluding hyphens), subscripts, superscripts, oblique bars and non-Latin letters (i.e. those not included in the ISO basic Latin alphabet) may not be used in taxon names. Numbers and hyphens are allowed but hyphens should not be used when attaching numbers or letters to the end of a series of species names and should never be used in names of genera, subfamilies, families or orders."

Consequently, it is proposed to change 24 existing species names that clearly contravene this rule. In addition, it is proposed to change 19 further species names that include unnecessary hyphens.

All name changes have been approved by the relevant Study Group chairs after consultation with their members. In a few cases, where no relevant Study Group exists, the changes were approved by the relevant Sub-Committee chair.





	Annex: 
Please explain the reasons for the taxonomic changes you are proposing and provide evidence to support them. The following information should be provided, where relevant:
· Species demarcation criteria: Explain how new species differ from others in the genus and demonstrate that these differences meet the criteria previously established for demarcating between species. If no criteria have previously been established, and if there will now be more than one species in the genus, please state the demarcation criteria you are proposing. 
· Higher taxa: 
· There is no formal requirement to state demarcation criteria when proposing new genera or other higher taxa. However, a similar concept should apply in pursuit of a rational and consistent virus taxonomy. 
· Please indicate the origin of names assigned to new taxa at genus level and above.
· For each new genus a type species must be designated to represent it. Please explain your choice. 
· Supporting evidence: The use of Figures and Tables is strongly recommended (note that copying from publications will require permission from the copyright holder). For phylogenetic analysis, try to provide a tree where branch length is related to genetic distance. 
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